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Ballard et al. (2005)
Berger et al. (2005)
Bianchi et al. (1998)*
Decker et al. (2008)
Domingues et al. (2007)
Dupuy et al. (2001)
Dupuy et al. (2004

Ge et al. (2009)
Goedbloed et al. (2009)
Gusmio et al. (2005)
Heyer et al. (1997
Hohoff et al. (2007)
Kayser et al. (2000)

Kim et al. (2009)

Kurihara et al. (2004)

Lee et al. (2007)

Lessig & Edelmann (1998)
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Padilla-Gutiérrez et al. (2008)
Pestoni et al. (1998)
Pontes et al. (2007)
Sanchez-Diz et al. (2008)
Shi et al. (2007)
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* as specified at the Y Chromosome Haplotype Reference Database (www.yhrd.org)
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